FIGURE S1.-Effect of neighboring cells on prIME2-LacZ expression and spore formation in IME2 cells. (A) LacZ expression in an prIME2-LacZ/IME2 strain (SH3824) that it was present at the indicated concentrations (12.5% to 100%) in chimeric colonies that also contained either an ime2Δ strain (yellow) or an IME2 strain (blue) or in a control colony containing only SH3824 (red). Particularly in the 25% chimera, there was significantly higher expression of LacZ in the chimeras containing the ime2Δ strain than the corresponding chimeras containing the IME2 strain (for 25%, P=0.02; for 12/5%, P=0.08). (B) Spore formation in IME2/IME2 + ime2Δ/ime2Δ chimeric colonies. Chimeric colonies inoculated at the indicated percentage of WT cells were examined for the percentage of cells that had formed spores after 5 days (circles) or 8 days (triangles) of incubation. The percentage of IME2 cells that had sporulated (y-axis) was calculated by dividing the total percentage of sporulation in the colony by the percentage of IME2 cells among total viable cells in the colony. This latter percentage was determined by suspending cells from each of three colonies, plating each suspension separately, patching approximately 60 of the resulting colonies from each plate to master plates, replica plating the master plates to sporulation medium, incubating for three days, and finally replica plating the sporulation plates to medium containing canavanine. This drug selects from cells that have completed sporulation, hence are IME2.
FIGURE S2-Sporulation-arrest mutants produce more alkali and stimulate sporulation in surrounding cells more than the wild type. (A) WT (SH3881), ime1Δ (SH3972), hop2Δ (SH4302), or ndt80Δ (SH4300) were patched to YNA-2 containing phenol red and images captured after 6 days. (B) Chimeric colonies containing a prIME2-LacZ/ime2Δ reporter strain (SH3825) and a signal strain that was wild type, ime1Δ, hop2Δ, or ndt80Δ (same strains as in (A)) or ime2Δ (SH3883). Images were captured after 6 days of incubation, and LacZ expression quantified as described in Methods.
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